
Stappers et al Extended Data Figure 1
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Stappers et al Extended Data Figure 2



Stappers et al Extended Data Figure 3
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Stappers et al Extended Data Figure 4
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Stappers et al Extended Data Figure 5
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Stappers et al Extended Data Figure 6
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Stappers et al Extended Data Figure 7

j

S
S

C

αMelLec-PE-CF594

epidermis, CD45-
i

S
S

C

EpCAM-APC

small intestine, CD45-

co
un

ts

αMelLec-PE-CF594

66.6%

h

S
S

C

EpCAM-APC

kidney, CD45-

αMelLec-PE-CF594

co
un

ts

17.6%

a

5μm

NIH3T3-mMelLec

5μm

NIH3T3-control

S
S

C

FSC eFluor-780

b

82.5% 61.6%

lung

Clec9a TKPuroR 6
7.0 kb 8.4 kb

targeting vector

PuroR Clec9a6targeted allele

Clec9a6knockout allele

Clec9a1 2 3 4 5 6

mouse Clec1a genomic locus
k

10μm

m
MelLec-/-

381

235

+/+ +/-bp
l

-/-
n

S
S

C

αMelLec-PE-CF594

wt MelLec-/-lung

16.6% 0.6%

c
liver, CD45-

S
S

C

CD31-PE-Cy7

co
un

ts

αMelLec-PE-CF594

CD31+EpCAM- CD31+EpCAM+

57.4%

S
S

C

CD31-PE-Cy7

co
un

ts

αMelLec-PE-CF594

d
heart, CD45-

33.1%

0.4%

g

S
S

C

EpCAM-APC

heart, CD45-
f

small intestine, CD45-

S
S

C

CD31-PE-Cy7

co
un

ts

αMelLec-PE-CF594

5.2%

e
kidney, CD45-

S
S

C

CD31-PE-Cy7

co
un

ts

αMelLec-PE-CF594

10.8%



Stappers et al Extended Data Figure 8
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Stappers et al Extended Data Figure 9
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Stappers et al Extended Data Figure 10
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