
Supplementary Figure 3 Additional molecular dynamics analysis 

 

A: Representative view of lipid interaction with a single subunit of the closed MscS structure. Full 
heptameric structure of closed MscS is shown. A section of the TM domain and the lipids within 
the pocket is enlarged to show lipid interactions with the polypeptide chain of a single monomer 

Figure S3 Additional molecular dynamics analysis. 
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Figure S3Additional molecular dynamics analysis.
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